
0 5 10 15 20 25
Missing data % ratio

ExAC_cnv.score
ExAC_del.sing

ExAC_gc_content
ExAC_mean_rd

ExAC_flag
ExAC_gene_length

ExAC_num_targ
ExAC_segdups

ExAC_dip
ExAC_del

ExAC_cds_len
ExAC_dup

ExAC_dup.sing
ExAC_del.sing.score

ExAC_dup.sing.score
ExAC_del.score

ExAC_dup.score
ExAC_complexity

Brain_GWAS_tissue_trait_flag
GTEx_Brain_Expression_Rank
GTEx_Brain_TPM_expression

Brain_GWAS_hits
Brain_GWAS_max_P_VALUE
Brain_GWAS_min_P_VALUE

Brain_GWAS_max_OR
Brain_GWAS_min_OR

RVIS
MGI_mouse_knockout_feature
Inferred_seed_genes_overlap

GO_neuronal
GO_Brain

GO_retard
GO_developmental
GO_hypothalamus
GO_hippocampus

GO_cerebral
GO_cerebellum

GO_nervous
known_gene

GO_nerve
ProteinAtlas_RNA_expression_TMP

ProteinAtlas_gene_expr_levels
Experimental_seed_genes_overlap

MTR_ExACv2
RVIS_ExAC

geneCov_ExACv2
RVIS_ExACv2

LoF_FDR_ExAC
non_essential_mouse_knockout

essential_mouse_knockout
GeneSize

GWAS_tissue_trait_flag
GWAS_min_OR
GWAS_max_OR

GWAS_min_P_VALUE
GWAS_max_P_VALUE

GWAS_hits
GnomAD_obs_mis

GnomAD_oe_lof_upper
GnomAD_pNull
GnomAD_pRec

GnomAD_pLI
GnomAD_mis_z
GnomAD_lof_z

GnomAD_oe_mis_upper
GnomAD_oe_mis_lower

GnomAD_oe_mis
GnomAD_exp_mis
GnomAD_obs_lof
GnomAD_exp_lof
GnomAD_oe_lof

GnomAD_oe_lof_lower

in
de

x

Percent


